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PASETQRGTP GGTLYGTNTR FAVRPDTGEI VWPHQTLPRD NWDQECTFEM WA^VQPS 
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TEMEGLQSIN ^AATGERRV ^TGVPCKTGT MWQFDAETGE FLWARDTNYQ NMIESIDENG 
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: ^ C '! 0ti . d c se S uen ?2 e , ncoclin 9 these regions are the restriction sites 
ror Aval, EcoRI, and Sail which were used for constructing chimera 
genes shown in Fig. 2. 
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